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<210> 1 

<211> 1023 

<212> DNA 

<213> Homo sapiens 



<400> 1 
atgaatccat 


ttcatgcatc 


ttgttggaac 


acctctgccg 


aacttttaaa 


caaatcctgg 


60 


aataaagagt 


ttgcttatca 


aactgccagt 


gtggtagata 


cagtcatcct 


cccttccatg 


120 


attgggatta 


tctgttcaac 


agggctggtt 


ggcaacatcc 


tcattgtatt 


cactataata 


180 


agatccagga 


aaaaaacagt 


ccctgacatc 


tatatctgca 


acctggctgt 


ggctgatttg 


240 


gtccacatag 


ttggaatgcc 


ttttcttatt 


caccaatggg 


cccgaggggg 


agagtgggtg 


300 


tttggggggc 


ctctctgcac 


catcatcaca 


tccctggata 


cttgtaacca 


atttgcctgt 


360 


agtgccatca 


tgactgtaat 


gagtgtggac 


aggtactttg 


ccctcgtcca 


accatttcga 


420 


ctgacacgtt 


ggagaacaag 


gtacaagacc 


atccggatca 


atttgggcct 


ttgggcagct 


480 


tcctttatcc 


tggcattgcc 


tgtctgggtc 


tactcgaagg 


tcatcaaatt 


taaagacggt 


540 


gttgagagtt 


gtgcttttga 


tttgacatcc 


cctgacgatg 


tactctggta 


tacactttat 


600 


ttgacgataa 


caactttttt 


tttccctcta 


cccttgattt 


tggtgtgcta 


tattttaatt 


660 


ttatgctata 


cttgggagat 


gtatcaacag 


aataaggatg 


ccagatgctg 


caatcccagt 


720 


gtaccaaaac 


agagagtgat 


gaagttgaca 


aagatggtgc 


tggtgctggt 


ggtagtcttt 


780 



1 



atcctgagtg 


ctgcccctta 


tcatgtgata 


caactggtga 


acttacagat 


ggaacagccc 


840 


acactggcct 


tctatgtggg 


ttattacctc 


tccatctgtc 


tcagctatgc 


cagcagcagc 


900 


attaaccctt 


ttctctacat 


cctgctgagt 


ggaaatttcc 


agaaacgtct 


gcctcaaatc 


960 


caaagaagag 


cgactgagaa 


ggaaatcaac 


aatatgggaa 


acactctgaa 


atcacacttt 


1020 


tag 












1023 



<210> 2 

<211> 340 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Asn Pro Phe His Ala Ser Cys Trp Asn Thr Ser Ala Glu Leu Leu 
15 10 15 



Asn Lys Ser Trp Asn Lys Glu Phe Ala Tyr Gin Thr Ala Ser Val Val 
20 25 30 



Asp Thr Val lie Leu Pro Ser Met lie Gly lie lie Cys Ser Thr Gly 
35 40 45 



Leu Val Gly Asn lie Leu lie Val Phe Thr lie lie Arg Ser Arg Lys 
50 55 60 



Lys Thr Val Pro Asp lie Tyr lie Cys Asn Leu Ala Val Ala Asp Leu 
65 70 75 80 



Val His lie Val Gly Met Pro Phe Leu lie His Gin Trp Ala Arg Gly 
85 90 95 



Gly Glu Trp Val Phe Gly Gly Pro Leu Cys Thr lie lie Thr Ser Leu 
100 105 110 



Asp Thr Cys Asn Gin Phe Ala Cys Ser Ala lie Met Thr Val Met Ser 
115 120 125 



Val Asp Arg Tyr Phe Ala Leu Val Gin Pro Phe Arg Leu Thr Arg Trp 
130 135 140 



Arg Thr Arg Tyr Lys Thr lie Arg lie Asn Leu Gly Leu Trp Ala Ala 
145 150 155 160 



2 



Ser Phe lie Leu Ala Leu Pro Val Trp Val Tyr Ser Lys Val lie Lys 
165 170 175 



Phe Lys Asp Gly Val Glu Ser Cys Ala Phe Asp Leu Thr Ser Pro Asp 
180 185 190 



Asp Val Leu Trp Tyr Thr Leu Tyr Leu Thr lie Thr Thr Phe Phe Phe 
195 200 205 



Pro Leu Pro Leu lie Leu Val Cys Tyr lie Leu lie Leu Cys Tyr Thr 
210 215 220 



Trp Glu Met Tyr Gin Gin Asn Lys Asp Ala Arg Cys Cys Asn Pro Ser 
225 230 235 240 



Val Pro Lys Gin Arg Val Met Lys Leu Thr Lys Met Val Leu Val Leu 
245 250 255 



Val Val Val Phe lie Leu Ser Ala Ala Pro Tyr His Val lie Gin Leu 
260 265 270 



Val Asn Leu Gin Met Glu Gin Pro Thr Leu Ala Phe Tyr Val Gly Tyr 
275 280 285 



Tyr Leu Ser lie Cys Leu Ser Tyr Ala Ser Ser Ser lie Asn Pro Phe 
290 295 300 



Leu Tyr lie Leu Leu Ser Gly Asn Phe Gin Lys Arg Leu Pro Gin lie 
305 310 315 320 



Gin Arg Arg Ala Thr Glu Lys Glu lie Asn Asn Met Gly Asn Thr Leu 
325 330 335 



Lys Ser His Phe 
340 



<210> 3 

<211> 548 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ccttccgtca gctgggaccc gctgagagcc gtttttggtc acgcgcgctt agcggataga 60 



3 



cctgcagtcc 


cgcagagagg 


aagggcgccc 


gggctgtccg 

ZJ ZJ ZJ ZJ Zj 


ccgcgcgggg 

ZJ ZJ ZJ ZJ Zj Zj 


aqqacqcqaq 

ZJ ZJ ZJ ZJ ZJ 


120 


cacccaggtg 


acgtcccgcg 


ggccgccgcg 


cqaqqqccqq 

ZJ ZJ ZJ ZJ ZJ ZJ 


qctCtqqcqt 

ZJ ZJ ZJ ' — - 


qqqcqcqccc 

zj zj zj zj zj 


180 


cagggcccgt 


qqqctqcgcq 

ZJ ZJ ZJ ZJ ZJ ZJ 


cccqqqaaqq 

zj zj zj zj zj 


tctggcgcct 


qqtccaccaq 

Zj zj Zj 


tcgcccctcc 


240 


ccggggctgg 


ctcgccggta 


gtgtctgatt 


qctqqqqqat 


ccccctccat 


ccccagaagg 


300 


tacaaagttt 


ggctctgtgg 


aggcacctac 


gagaeggage 


ggggcgggtg 


ggtggccggc 


360 


tggtttcaca 


ctcggcaaag 


aaaatggaaa 


cacaggtggg 


aaaagaaaaa 


gggagtggct 


420 


ttccgggaag 


cagcggcccc 


gaccgagacc 


getggagege 


geegggctag 


ttcatcccgg 


480 


ctctccatgg 


ggactaaaga 


acsc t era a r* t~ a 

rjy v — '-y aa ^ '—ZD 


cxciy i— y y y d ct 


rrpht" t - 3 3 t~ f~* i'"" 


v_ u y y cicicty L.t* 


3 *± U 


cacgaaca 












548 


<210> 4 

<211> 2448 

<212> DNA 

<213> Homo sapiens 












<400> 4 
gaaagtacat 


ggatcaccat 


aaatctaaac 


at era t t at" ct~ 


d ^ ^ I— ' CI V»r ~) ~J 


tat t at" t a era 


6 0 


aagggcaggt 


gtaccgatat 


atttataccc 


attcttctta 


ecu., u L.y i— y 


CIV, l— V_ L, l, cty \^ c*. 


12 0 


gcatggaaga 


gaagtgtaac 


catccaaata 


paaf era erf t" t~ 


aaLatyL Laa 


^ l. i— i_ciyi— ciciy 


J- O \J 


atgtaaaatg 


ttgatctata 


1 1 cr t act a t aa 


nna pa f crcrera t~ 


ciy i— v l. y ciy a. l. 


flpppa pjp/p i~ t~ 


^ r± \J 


catgatggtg 


tatattattt 


cagcatat ta 


taaactaatc 


artaataaaa 


a f~ nnp pafpp 


3 0 0 


atgaccattg 


actcaaaact 


caccaaggaa 


cctgacct tg 


ccctncacac 

V-* V — v— ' O V— v_- V_^- C* V^. 


t cr t acr c e* t c a 

c- y C- y ^v,UL\/ cs. 


3 6 0 


ctgtaacagt 


ttcctcaagg 


t tcct acrcracr 


ggtat cacct 


taoaataaac 


tctaaaattt 


42 0 


ggctattttt 


tatctataaa 


aaatgtcagt 


tttatataat 


ccaatartaa 


taccctcaac 


48 0 


aactaagccc 


caccttttag 


aataagt tac 


cat t tat tgc 


acacatacaa 


totataaaat 


540 


tacatgtaac 


aaacctgtga 


aataagtat t 


at t acc t t tg 


t t tget aagg 


ct cagaaagg 


600 


agaaatgata 


ggcctaatgc 


tgeaacaget 


atctaagagc 


tgagc taaca 


t t cage t ctg 


660 


cctgtttctt 


ttctactgca 


cgaccttgac 


aacctttact 


tatcatactg 


gagaacccag 


720 


taacttggag 


tttcttttgc 


tttctcctgt 


agccctacaa 


gaggagaact 


aaagtctgat 


780 


agaaatgagt 


tgatgtttta 


agcatcattt 


tggattatct 


ttgttctcac 


acctgctaac 


840 


tgtagaaact 


ggcatctgca 


ctttaataat 


aatactttac 


ttctggactt 


taagcataat 


900 


taggaaacat 


tcctggccgg 


gtgcagtggc 


teatgectgt 


aatcccagca 


ctttgggagg 


960 



4 



tggaggcagg tggatcacaa agtcagaagt tcaagaccag tctggccaac atagtgagac 1020 

cctgtctact aaaaataaaa aaagattagc cgagcatggt ggtgtgtgcc tgtagtccca 1080 

gctactcagg aggctgaggc aggagaattg cttgaaccca ggaggtggag gttacagtga 114 0 

gccgagatca cgccactgca ctccagcttg ggcaatagag tgagacgtca tctcaaaaaa 12 00 

aaaaaacaaa acaaacaaaa aaaaaacaag aaacattccc ttttggttac agtatacatg 1260 

tttgttctaa ggtacaaaaa gtaattagcc cttaaatttt cataggtatt cattatatct 1320 

atctttcctc tttagactta tatatagtta ggaaaggaaa caatgcattt aatgcctgtg 1380 

ttctacacta agacaaatat tgttattttt gcttgtggat aaagtctgta aacccacctt 1440 

cttcatctaa atacattaaa tttgttttct ccgtaaacat ctgaaaccaa ttttcaacca 1500 

gccccttcta gaaaaagagt taaccatttt tatatctgat ctccattttt atatttcaat 1560 

tgtgtttgga taaacttgta tttgaatcaa cccagacgtg atttttaacc ctatttattt 1620 

tactctagaa tttttaggca ccatttcaga actggatagt atctaaatgc atatctggat 1680 

gaatggttct gtaaaccaca tgagaactac acactgagac aggtagcatc tgaaacattt 1740 

tatttccata gctgaggtct agagacctac atatgcagct ggatgctcct ataaaacgtc 1800 

aataagaagc tgtgtcatgg ccacagtttc aggggtcttc attctcactt ttctaagatg 1860 

caacagtccg ggctcagtga ataatattga cttctgaaga cccagcacaa tgggtcagaa 192 0 

acatcttatt atgtgataat tgaagagcaa ttgcttactt tcattgtttt tttaatacag 1980 

aaaaatatta tgattttaaa gacttagctt taaaccacag acctttttct agtagcagtc 2040 

ccaatagtcc tcaaataatt ggccagtgaa ttattttaaa ttatatttac taagagttgt 2100 

aaggagcttt atttagcatt taatcaaagt agaaaataaa aagggtgatt aataaattta 2160 

tttttgtccc tttatatagc gtttctatgc ataagcatat ttatatgcag atttacagag 2220 

gtgatttgat agagattctt tgtgtgtttt ctatgtttgg ccatgatatg tatacatgtt 2280 

tactttcaaa tgaagttaat aatgatactt gggtatttgt cactcagtca aataataatc 2340 

gtatccttat tctattctta ttcaattcta ggtgcctcat ttaaactttg atctcaatta 2400 

ataaaaatga atgagtaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaag 2 44 8 

<210> 5 

<211> 80 

<212> DNA 

<213> Homo sapiens 

<400> 5 



5 



ctttgtcaac ttcatcactc tctgttttgg tacactggga ttgcagcatc tggcatcctt 60 
attctgttga tacatctccc 80 



<210> 6 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 6 

aggatgccag atgctgcaat 2 0 

<210> 7 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 7 

agtgtgggct gttccatctg t 21 

<210> 8 

<211> 402 

<212> PRT 

<213> Homo sapiens 

<400> 8 

Met Leu Cys Pro Ser Lys Thr Asp Gly Ser Gly His Ser Gly Arg lie 
15 10 15 

His Gin Glu Thr His Gly Glu Gly Lys Arg Asp Lys lie Ser Asn Ser 
20 25 30 

Glu Gly Arg Glu Asn Gly Gly Arg Gly Phe Gin Met Asn Gly Gly Ser 
35 40 45 

Leu Glu Ala Glu His Ala Ser Arg Met Ser Val Leu Arg Ala Lys Pro 
50 55 60 

Met Ser Asn Ser Gin Arg Leu Leu Leu Leu Ser Pro Gly Ser Pro Pro 
65 70 75 80 

Arg Thr Gly Ser lie Ser Tyr lie Asn lie lie Met Pro Ser Val Phe 
85 90 95 

Gly Thr lie Cys Leu Leu Gly lie lie Gly Asn Ser Thr Val lie Phe 
100 105 110 



6 



Ala Val Val Lys Lys Ser Lys Leu His Trp Cys Asn Asn Val Pro Asp 
115 120 125 



lie Phe lie lie Asn Leu Ser Val Val Asp Leu Leu Phe Leu Leu Gly 
130 135 140 



Met Pro Phe Met lie His Gin Leu Met Gly Asn Gly Val Trp His Phe 
145 150 155 160 



Gly Glu Thr Met Cys Thr Leu lie Thr Ala Met Asp Ala Asn Ser Gin 
165 170 175 



Phe Thr Ser Thr Tyr lie Leu Thr Ala Met Ala lie Asp Arg Tyr Leu 
180 185 190 



Ala Thr Val His Pro lie Ser Ser Thr Lys Phe Arg Lys Pro Ser Val 
195 200 205 



Ala Thr Leu Val lie Cys Leu Leu Trp Ala Leu Ser Phe lie Ser lie 
210 215 220 



Thr Pro Val Trp Leu Tyr Ala Arg Leu lie Pro Phe Pro Gly Gly Ala 
225 230 235 240 



Val Gly Cys Gly lie Arg Leu Pro Asn Pro Asp Thr Asp Leu Tyr Trp 
245 250 255 



Phe Thr Leu Tyr Gin Phe Phe Leu Ala Phe Ala Leu Pro Phe Val Val 
260 265 270 



lie Thr Ala Ala Tyr Val Arg lie Leu Gin Arg Met Thr Ser Ser Val 
275 280 285 



Ala Pro Ala Ser Gin Arg Ser lie Arg Leu Arg Thr Lys Arg Val Thr 
290 295 300 



Arg Thr Ala lie Ala lie Cys Leu Val Phe Phe Val Cys Trp Ala Pro 
305 310 315 320 



Tyr Tyr Val Leu Gin Leu Thr Gin Leu Ser lie Ser Arg Pro Thr Leu 
325 330 335 



7 



Thr Phe Val Tyr Leu Tyr Asn Ala Ala lie Ser Leu Gly Tyr Ala Asn 
340 345 350 



Ser Cys Leu Asn Pro Phe Val Tyr lie Val Leu Cys Glu Thr Phe Arg 
355 360 365 



Lys Arg Leu Val Leu Ser Val Lys Pro Ala Ala Gin Gly Gin Leu Arg 
370 375 380 



Ala Val Ser Asn Ala Gin Thr Ala Asp Glu Glu Arg Thr Glu Ser Lys 
385 390 395 400 



Gly Thr 



<210> 9 
<211> 353 
<212> PRT 

<213> Rattus norvegicus 
<400> 9 

Met Asp Leu Gin Thr Ser Leu Leu Ser Thr Gly Pro Asn Ala Ser Asn 
15 10 15 



lie Ser Asp Gly Gin Asp Asn Leu Thr Leu Pro Gly Ser Pro Pro Arg 
20 25 3 0 



Thr Gly Ser Val Ser Tyr lie Asn lie lie Met Pro Ser Val Phe Gly 
35 40 45 



Thr lie Cys Leu Leu Gly lie Val Gly Asn Ser Thr Val lie Phe Ala 
50 55 60 



Val Val Lys Lys Ser Lys Leu His Trp Cys Ser Asn Val Pro Asp lie 
65 70 75 80 



Phe lie lie Asn Leu Ser Val Val Asp Leu Leu Phe Leu Leu Gly Met 
85 90 95 



Pro Phe Met lie His Gin Leu Met Gly Asn Gly Val Trp His Phe Gly 
100 105 110 



Glu Thr Met Cys Thr Leu lie Thr Ala Met Asp Ala Asn Ser Gin Phe 
115 120 125 



8 



Thr Ser Thr Tyr lie Leu Thr Ala Met Thr lie Asp Arg Tyr Leu Ala 
130 135 140 



Thr Val His Pro lie Ser Ser Thr Lys Phe Arg Lys Pro Ser Met Ala 
145 150 155 160 



Thr Leu Val lie Cys Leu Leu Trp Ala Leu Ser Phe lie Ser lie Thr 
165 170 175 



Pro Val Trp Leu Tyr Ala Arg Leu lie Pro Phe Pro Gly Gly Ala Val 
180 185 190 



Gly Cys Gly lie Arg Leu Pro Asn Pro Asp Thr Asp Leu Tyr Trp Phe 
195 200 205 



Thr Leu Tyr Gin Phe Phe Leu Ala Phe Ala Leu Pro Phe Val Val lie 
210 215 220 



Thr Ala Ala Tyr Val Lys lie Leu Gin Arg Met Thr Ser Ser Val Ala 
225 230 235 240 



Pro Ala Ser Gin Arg Ser lie Arg Leu Arg Thr Lys Arg Val Thr Arg 
245 250 255 



Thr Ala lie Ala lie Cys Leu Val Phe Phe Val Cys Trp Ala Pro Tyr 
260 265 270 



Tyr Val Leu Gin Leu Thr Gin Leu Ser lie Ser Arg Pro Thr Leu Thr 
275 280 285 



Phe Val Tyr Leu Tyr Asn Ala Ala lie Ser Leu Gly Tyr Ala Asn Ser 
290 295 300 



Cys Leu Asn Pro Phe Val Tyr lie Val Leu Cys Glu Thr Phe Arg Lys 
305 310 315 320 



Arg Leu Val Leu Ser Val Lys Pro Ala Ala Gin Gly Gin Leu Arg Thr 
325 330 335 



Val Ser Asn Ala Gin Thr Ala Asp Glu Glu Arg Thr Glu Ser Lys Gly 
340 345 350 



9 



Thr 



<210> 


10 


<211> 


380 


<212> 


PRT 


<213> 


Mus 


<400> 


10 



Met Glu Ser Pro lie Gin lie Phe Arg Gly Asp Pro Gly Pro Thr Cys 
1 5 10 15 



Ser Pro Ser Ala Cys Leu Leu Pro Asn Ser Ser Ser Trp Phe Pro Asn 
20 25 30 



Trp Ala Glu Ser Asp Ser Asn Gly Ser Val Gly Ser Glu Asp Gin Gin 
35 40 45 



Leu Glu Ser Ala His lie Ser Pro Ala lie Pro Val lie lie Thr Ala 
50 55 60 



Val Tyr Ser Val Val Phe Val Val Gly Leu Val Gly Asn Ser Leu Val 
65 70 75 80 



Met Phe Val lie lie Arg Tyr Thr Lys Met Lys Thr Ala Thr Asn lie 
85 90 95 



Tyr lie Phe Asn Leu Ala Leu Ala Asp Ala Leu Val Thr Thr Thr Met 
100 105 110 



Pro Phe Gin Ser Ala Val Tyr Leu Met Asn Ser Trp Pro Phe Gly Asp 
115 120 125 



Val Leu Cys Lys lie Val lie Ser lie Asp Tyr Tyr Asn Met Phe Thr 
130 135 140 



Ser lie Phe Thr Leu Thr Met Met Ser Val Asp Arg Tyr lie Ala Val 
145 150 155 160 



Cys His Pro Val Lys Ala Leu Asp Phe Arg Thr Pro Leu Lys Ala Lys 
165 170 175 



lie lie Asn lie Cys He Trp Leu Leu Ala Ser Ser Val Gly He Ser 



10 



180 



185 



190 



Ala lie Val Leu Gly Gly Thr Lys Val Arg Glu Asp Val Asp Val lie 
195 200 205 



Glu Cys Ser Leu Gin Phe Pro Asp Asp Glu Tyr Ser Trp Trp Asp Leu 
210 215 220 



Phe Met Lys lie Cys Val Phe Val Phe Ala Phe Val lie Pro Val Leu 
225 230 235 240 



lie lie lie Val Cys Tyr Thr Leu Met lie Leu Arg Leu Lys Ser Val 
245 250 255 



Arg Leu Leu Ser Gly Ser Arg Glu Lys Asp Arg Asn Leu Arg Arg lie 
260 265 270 



Thr Lys Leu Val Leu Val Val Val Ala Val Phe lie lie Cys Trp Thr 
275 280 285 



Pro lie His lie Phe lie Leu Val Glu Ala Leu Gly Ser Thr Ser His 
290 295 300 



Ser Thr Ala Ala Leu Ser Ser Tyr Tyr Phe Cys lie Ala Leu Gly Tyr 
305 310 315 320 



Thr Asn Ser Ser Leu Asn Pro Val Leu Tyr Ala Phe Leu Asp Glu Asn 
325 330 335 



Phe Lys Arg Cys Phe Arg Asp Phe Cys Phe Pro lie Lys Met Arg Met 
340 345 350 



Glu Arg Gin Ser Thr Asn Arg Val Arg Asn Thr Val Gin Asp Pro Ala 
355 360 365 



Ser Met Arg Asp Val Gly Gly Met Asn Lys Pro Val 
370 375 380 



<210> 11 

<211> 380 

<212> PRT 

<213> Rattus norvegicus 

<400> 11 



11 



Met Glu Ser Pro lie Gin lie Phe Arg Gly Glu Pro Gly Pro Thr Cys 
15 10 15 



Ala Pro Ser Ala Cys Leu Leu Pro Asn Ser Ser Ser Trp Phe Pro Asn 
20 25 30 



Trp Ala Glu Ser Asp Ser Asn Gly Ser Val Gly Ser Glu Asp Gin Gin 
35 40 45 



Leu Glu Pro Ala His lie Ser Pro Ala lie Pro Val lie lie Thr Ala 
50 55 60 



Val Tyr Ser Val Val Phe Val Val Gly Leu Val Gly Asn Ser Leu Val 
65 70 75 80 



Met Phe Val lie lie Arg Tyr Thr Lys Met Lys Thr Ala Thr Asn lie 
85 90 95 



Tyr lie Phe Asn Leu Ala Leu Ala Asp Ala Leu Val Thr Thr Thr Met 
100 105 110 



Pro Phe Gin Ser Ala Val Tyr Leu Met Asn Ser Trp Pro Phe Gly Asp 
115 120 125 



Val Leu Cys Lys lie Val lie Ser lie Asp Tyr Tyr Asn Met Phe Thr 
130 135 140 



Ser lie Phe Thr Leu Thr Met Met Ser Val Asp Arg Tyr lie Ala Val 
145 150 155 160 



Cys His Pro Val Lys Ala Leu Asp Phe Arg Thr Pro Leu Lys Ala Lys 
165 170 175 



lie lie Asn lie Cys lie Trp Leu Leu Ala Ser Ser Val Gly lie Ser 
180 185 190 



Ala lie Val Leu Gly Gly Thr Lys Val Arg Glu Asp Val Asp Val lie 
195 200 205 



Glu Cys Ser Leu Gin Phe Pro Asp Asp Glu Tyr Ser Trp Trp Asp Leu 
210 215 220 



12 



Phe Met Lys lie Cys Val Phe Val Phe Ala Phe Val lie Pro Val Leu 
225 230 235 240 



lie lie lie Val Cys Tyr Thr Leu Met lie Leu Arg Leu Lys Ser Val 
245 250 255 



Arg Leu Leu Ser Gly Ser Arg Glu Lys Asp Arg Asn Leu Arg Arg lie 
260 265 270 



Thr Lys Leu Val Leu Val Val Val Ala Val Phe lie He Cys Trp Thr 
275 280 285 



Pro He His He Phe He Leu Val Glu Ala Leu Gly Ser Thr Ser His 
290 295 300 



Ser Thr Ala Val Leu Ser Ser Tyr Tyr Phe Cys He Ala Leu Gly Tyr 
305 310 315 320 



Thr Asn Ser Ser Leu Asn Pro Val Leu Tyr Ala Phe Leu Asp Glu Asn 
325 330 335 



Phe Lys Arg Cys Phe Arg Asp Phe Cys Phe Pro He Lys Met Arg Met 
340 345 350 



Glu Arg Gin Ser Thr Asn Arg Val Arg Asn Thr Val Gin Asp Pro Ala 
355 360 365 



Ser Met Arg Asp Val Gly Gly Met Asn Lys Pro Val 
370 375 380 



<210> 12 

<211> 391 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Phe Pro Asn Gly Thr Ala Ser Ser Pro Ser Ser Ser Pro Ser Pro 
15 10 15 



Ser Pro Gly Ser Cys Gly Glu Gly Gly Gly Ser Arg Gly Pro Gly Ala 
20 25 30 



Gly Ala Ala Asp Gly Met Glu Glu Pro Gly Arg Asn Ala Ser Gin Asn 
35 40 45 



13 



Gly Thr Leu Ser Glu Gly Gin Gly Ser Ala lie Leu lie Ser Phe lie 
50 55 60 



Tyr Ser Val Val Cys Leu Val Gly Leu Cys Gly Asn Ser Met Val lie 
65 70 75 80 



Tyr Val lie Leu Arg Tyr Ala Lys Met Lys Thr Ala Thr Asn lie Tyr 
85 90 95 



lie Leu Asn Leu Ala lie Ala Asp Glu Leu Leu Met Leu Ser Val Pro 
100 105 110 



Phe Leu Val Thr Ser Thr Leu Leu Arg His Trp Pro Phe Gly Ala Leu 
115 120 125 



Leu Cys Arg Leu Val Leu Ser Val Asp Ala Val Asn Met Phe Thr Ser 
130 135 140 



lie Tyr Cys Leu Thr Val Leu Ser Val Asp Arg Tyr Val Ala Val Val 
145 150 155 160 



His Pro lie Lys Ala Ala Arg Tyr Arg Arg Pro Thr Val Ala Lys Val 
165 170 175 



Val Asn Leu Gly Val Trp Val Leu Ser Leu Leu Val lie Leu Pro lie 
180 185 190 



Val Val Phe Ser Arg Thr Ala Ala Asn Ser Asp Gly Thr Val Ala Cys 
195 200 205 



Asn Met Leu Met Pro Glu Pro Ala Gin Arg Trp Leu Val Gly Phe Val 
210 215 ^ 220 



Leu Tyr Thr Phe Leu Met Gly Phe Leu Leu Pro Val Gly Ala lie Cys 
225 230 235 240 



Leu Cys Tyr Val Leu lie lie Ala Lys Met Arg Met Val Ala Leu Lys 
245 250 255 



Ala Gly Trp Gin Gin Arg Lys Arg Ser Glu Arg Lys lie Thr Leu Met 
260 265 270 



14 



Val Met Met Val Val Met Val Phe Val lie Cys Trp Met Pro Phe Tyr 
275 280 285 



Val Val Gin Leu Val Asn Val Phe Ala Glu Gin Asp Asp Ala Thr Val 
290 295 300 



Ser Gin Leu Ser Val lie Leu Gly Tyr Ala Asn Ser Cys Ala Asn Pro 
305 310 315 320 



lie Leu Tyr Gly Phe Leu Ser Asp Asn Phe Lys Arg Ser Phe Gin Arg 
325 330 335 



lie Leu Cys Leu Ser Trp Met Asp Asn Ala Ala Glu Glu Pro Val Asp 
340 345 350 



Tyr Tyr Ala Thr Ala Leu Lys Ser Arg Ala Tyr Ser Val Glu Asp Phe 
355 360 365 



Gin Pro Glu Asn Leu Glu Ser Gly Gly Val Phe Arg Asn Gly Thr Cys 
370 375 380 



Thr Ser Arg lie Thr Thr Leu 
385 390 



<210> 13 

<211> 391 

<212> PRT 

<213> Mus musculus 

<400> 13 

Met Phe Pro Asn Gly Thr Ala Ser Ser Pro Ser Ser Ser Pro Ser Pro 
15 10 15 



Ser Pro Gly Ser Cys Gly Glu Gly Ala Cys Ser Arg Gly Pro Gly Ser 
20 25 30 



Gly Ala Ala Asp Gly Met Glu Glu Pro Gly Arg Asn Ala Ser Gin Asn 
35 40 45 



Gly Thr Leu Ser Glu Gly Gin Gly Ser Ala lie Leu lie Ser Phe lie 
50 55 60 



Tyr Ser Val Val Cys Leu Val Gly Leu Cys Gly Asn Ser Met Val lie 



15 



65 



70 



75 



80 



Tyr Val lie Leu Arg Tyr Ala Lys Met Lys Thr Ala Thr Asn lie Tyr 
85 90 95 



lie Leu Asn Leu Ala lie Ala Asp Glu Leu Leu Met Leu Ser Val Pro 
100 105 110 



Phe Leu Val Thr Ser Thr Leu Leu Arg His Trp Pro Phe Gly Ala Leu 
115 120 125 



Leu Cys Arg Leu Val Leu Ser Val Asp Ala Val Asn Met Phe Thr Ser 
130 135 140 



lie Tyr Cys Leu Thr Val Leu Ser Val Asp Arg Tyr Val Ala Val Val 
145 150 155 160 



His Pro lie Lys Ala Ala Arg Tyr Arg Arg Pro Thr Val Ala Lys Val 
165 170 175 



Val Asn Leu Gly Val Trp Val Leu Ser Leu Leu Val lie Leu Pro lie 
180 185 190 



Val Val Phe Ser Arg Thr Ala Ala Asn Ser Asp Gly Thr Val Ala Cys 
195 200 205 



Asn Met Leu Met Pro Glu Pro Ala Gin Arg Trp Leu Val Gly Phe Val 
210 215 220 



Leu Tyr Thr Phe Leu Met Gly Phe Leu Leu Pro Val Gly Ala lie Cys 
225 230 235 240 



Leu Cys Tyr Val Leu lie lie Ala Lys Met Arg Met Val Ala Leu Lys 
245 250 255 



Ala Gly Trp Gin Gin Arg Lys Arg Ser Glu Arg Lys lie Thr Leu Met 
260 265 270 



Val Met Met Val Val Met Val Phe Val lie Cys Trp Met Pro Phe Tyr 
275 280 285 



Val Val Gin Leu Val Asn Val Phe Ala Glu Gin Asp Asp Ala Thr Val 
290 295 300 



16 



Ser Gin Leu Ser Val lie Leu Gly Tyr Ala Asn Ser Cys Ala Asn Pro 
305 310 315 320 



lie Leu Tyr Gly Phe Leu Ser Asp Asn Phe Lys Arg Ser Phe Gin Arg 
325 330 335 



lie Leu Cys Leu Ser Trp Met Asp Asn Ala Ala Glu Glu Pro Val Asp 
340 345 350 



Tyr Tyr Ala Thr Ala Leu Lys Ser Arg Ala Tyr Ser Val Glu Asp Phe 
355 360 365 



Gin Pro Glu Asn Leu Glu Ser Gly Gly Val Phe Arg Asn Gly Thr Cys 
370 375 380 



Ala Ser Arg lie Ser Thr Leu 
385 390 



<210> 14 
<211> 391 
<212> PRT 

<213> Rattus norvegicus 
<400> 14 

Met Phe Pro Asn Gly Thr Ala Pro Ser Pro Thr Ser Ser Pro Ser Ser 
15 10 15 



Ser Pro Gly Gly Cys Gly Glu Gly Val Cys Ser Arg Gly Pro Gly Ser 
20 25 30 



Gly Ala Ala Asp Gly Met Glu Glu Pro Gly Arg Asn Ser Ser Gin Asn 
35 40 45 



Gly Thr Leu Ser Glu Gly Gin Gly Ser Ala lie Leu lie Ser Phe lie 
50 55 60 



Tyr Ser Val Val Cys Leu Val Gly Leu Cys Gly Asn Ser Met Val lie 
65 70 75 80 



Tyr Val lie Leu Arg Tyr Ala Lys Met Lys Thr Ala Thr Asn lie Tyr 
85 90 95 
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lie Leu Asn Leu Ala lie Ala Asp Glu Leu Leu Met Leu Ser Val Pro 
100 105 110 



Phe Leu Val Thr Ser Thr Leu Leu Arg His Trp Pro Phe Gly Ala Leu 
115 120 125 



Leu Cys Arg Leu Val Leu Ser Val Asp Ala Val Asn Met Phe Thr Ser 
130 135 140 



lie Tyr Cys Leu Thr Val Leu Ser Val Asp Arg Tyr Val Ala Val Val 
145 150 155 160 



His Pro lie Lys Ala Ala Arg Tyr Arg Arg Pro Thr Val Ala Lys Val 
165 170 175 



Val Asn Leu Gly Val Trp Val Leu Ser Leu Leu Val lie Leu Pro lie 
180 185 190 



Val Val Phe Ser Arg Thr Ala Ala Asn Ser Asp Gly Thr Val Ala Cys 
195 200 205 



Asn Met Leu Met Pro Glu Pro Ala Gin Arg Trp Leu Val Gly Phe Val 
210 215 220 



Leu Tyr Thr Phe Leu Met Gly Phe Leu Leu Pro Val Gly Ala lie Cys 
225 230 235 240 



Leu Cys Tyr Val Leu lie lie Ala Lys Met Arg Met Val Ala Leu Lys 
245 250 255 



Ala Gly Trp Gin Gin Arg Lys Arg Ser Glu Arg Lys lie Thr Leu Met 
260 265 270 



Val Met Met Val Val Met Val Phe Val lie Cys Trp Met Pro Phe Tyr 
275 280 285 



Val Val Gin Leu Val Asn Val Phe Ala Glu Gin Asp Asp Ala Thr Val 
290 295 300 



Ser Gin Leu Ser Val lie Leu Gly Tyr Ala Asn Ser Cys Ala Asn Pro 
305 310 315 320 



lie Leu Tyr Gly Phe Leu Ser Asp Asn Phe Lys Arg Ser Phe Gin Arg 



18 



325 330 335 



lie Leu Cys Leu Ser Trp Met Asp Asn Ala Ala Glu Glu Pro Val Asp 
340 345 350 



Tyr Tyr Ala Thr Ala Leu Lys Ser Arg Ala Tyr Ser Val Glu Asp Phe 
355 360 365 



Gin Pro Glu Asn Leu Glu Ser Gly Gly Val Phe Arg Asn Gly Thr Cys 
370 375 380 



Ala Ser Arg lie Ser Thr Leu 
385 390 



<210> 15 

<211> 388 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Ser Ala Pro Ser Thr Leu Pro Pro Gly Gly Glu Glu Gly Leu Gly 
1 5 10 15 



Thr Ala Trp Pro Ser Ala Ala Asn Ala Ser Ser Ala Pro Ala Glu Ala 
20 25 30 



Glu Glu Ala Val Ala Gly Pro Gly Asp Ala Arg Ala Ala Gly Met Val 
35 40 45 



Ala lie Gin Cys lie Tyr Ala Leu Val Cys Leu Val Gly Leu Val Gly 
50 55 60 



Asn Ala Leu Val lie Phe Val lie Leu Arg Tyr Ala Lys Met Lys Thr 
65 70 75 80 



Ala Thr Asn lie Tyr Leu Leu Asn Leu Ala Val Ala Asp Glu Leu Phe 
85 90 95 



Met Leu Ser Val Pro Phe Val Ala Ser Ser Ala Ala Leu Arg His Trp 
100 105 110 



Pro Phe Gly Ser Val Leu Cys Arg Ala Val Leu Ser Val Asp Gly Leu 
115 120 125 
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Asn Met Phe Thr Ser Val Phe Cys Leu Thr Val Leu Ser Val Asp Arg 
130 135 140 



Tyr Val Ala Val Val His Pro Leu Arg Ala Ala Thr Tyr Arg Arg Pro 
145 150 155 160 



Ser Val Ala Lys Leu lie Asn Leu Gly Val Trp Leu Ala Ser Leu Leu 
165 170 175 



Val Thr Leu Pro lie Ala lie Phe Ala Asp Thr Arg Pro Ala Arg Gly 
180 185 190 



Gly Gin Ala Val Ala Cys Asn Leu Gin Trp Pro His Pro Ala Trp Ser 
195 200 205 



Ala Val Phe Val Val Tyr Thr Phe Leu Leu Gly Phe Leu Leu Pro Val 
210 215 220 



Leu Ala lie Gly Leu Cys Tyr Leu Leu lie Val Gly Lys Met Arg Ala 
225 230 235 240 



Val Ala Leu Arg Ala Gly Trp Gin Gin Arg Arg Arg Ser Glu Lys Lys 
245 250 255 



lie Thr Arg Leu Val Leu Met Val Val Val Val Phe Val Leu Cys Trp 
260 265 270 



Met Pro Phe Tyr Val Val Gin Leu Leu Asn Leu Val Val Thr Ser Leu 
275 280 285 



Asp Ala Thr Val Asn His Val Ser Leu lie Leu Ser Tyr Ala Asn Ser 
290 295 300 



Cys Ala Asn Pro lie Leu Tyr Gly Phe Leu Ser Asp Asn Phe Arg Arg 
305 310 315 320 



Ser Phe Gin Arg Val Leu Cys Leu Arg Cys Cys Leu Leu Glu Gly Ala 
325 330 335 



Gly Gly Ala Glu Glu Glu Pro Leu Asp Tyr Tyr Ala Thr Ala Leu Lys 
340 345 350 



20 



Ser Lys Gly Gly Ala Gly Cys Met Cys Pro Pro Leu Pro Cys Gin Gin 
355 360 365 



Glu Ala Leu Gin Pro Glu Pro Gly Arg Lys Arg lie Pro Leu Thr Arg 
370 375 380 



Thr Thr Thr Phe 



385 




<210> 


16 


<211> 


428 


<212> 


PRT 


<213> 


Mus 


<400> 


16 



Met Ala Thr Val Thr Tyr Pro Ser Ser Glu Pro Met Thr Leu Asp Pro 
15 10 15 



Gly Asn Thr Ser Ser Thr Trp Pro Leu Asp Thr Thr Leu Gly Asn Thr 
20 25 30 



Ser Ala Gly Ala Ser Leu Thr Gly Leu Ala Val Ser Gly lie Leu lie 
35 40 45 



Ser Leu Val Tyr Leu Val Val Cys Val Val Gly Leu Leu Gly Asn Ser 
50 55 60 



Leu Val lie Tyr Val Val Leu Arg His Thr Ser Ser Pro Ser Val Thr 
65 70 75 80 



Ser Val Tyr lie Leu Asn Leu Ala Leu Ala Asp Glu Leu Phe Met Leu 
85 90 95 



Gly Leu Pro Phe Leu Ala Ala Gin Asn Ala Leu Ser Tyr Trp Pro Phe 
100 105 110 



Gly Ser Leu Met Cys Arg Leu Val Met Ala Val Asp Gly lie Asn Gin 
115 120 ~ 125 



Phe Thr Ser lie Phe Cys Leu Thr Val Met Ser Val Asp Arg Tyr Leu 
130 135 140 



Ala Val Val His Pro Thr Arg Ser Ala Arg Trp Arg Thr Ala Pro Val 
145 150 155 160 
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Ala Arg Thr Val Ser Arg Ala Val Trp Val Ala Ser Ala Val Val Val 
165 170 175 



Leu Pro Val Val Val Phe Ser Gly Val Pro Arg Gly Met Ser Thr Cys 
180 185 190 



His Met Gin Trp Pro Glu Pro Ala Ala Ala Trp Arg Thr Ala Phe lie 
195 200 205 



lie Tyr Met Ala Ala Leu Gly Phe Phe Gly Pro Leu Leu Val lie Cys 
210 215 220 



Leu Cys Tyr Leu Leu lie Val Val Lys Val Arg Ser Thr Thr Arg Arg 
225 230 235 240 



Val Arg Ala Pro Ser Cys Gin Trp Val Gin Ala Pro Ala Cys Gin Arg 
245 250 255 



Arg Arg Arg Ser Glu Arg Arg Val Thr Arg Met Val Val Ala Val Val 
260 265 270 



Ala Leu Phe Val Leu Cys Trp Met Pro Phe Tyr Leu Leu Asn lie Val 
275 280 285 



Asn Val Val Cys Pro Leu Pro Glu Glu Pro Ala Phe Phe Gly Leu Tyr 
290 295 300 



Phe Leu Val Val Ala Leu Pro Tyr Ala Asn Ser Cys Ala Asn Pro lie 
305 310 315 320 



Leu Tyr Gly Phe Leu Ser Tyr Arg Phe Lys Gin Gly Phe Arg Arg lie 
325 330 335 



Leu Leu Arg Pro Ser Arg Arg lie Arg Ser Gin Glu Pro Gly Ser Gly 
340 345 350 



Pro Pro Glu Lys Thr Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Arg 
355 360 365 



Arg Glu Glu Glu Glu Arg Arg Met Gin Arg Gly Gin Glu Met Asn Gly 
370 375 380 



22 



Arg Leu Ser Gin lie Ala Gin Ala Gly Thr Ser Gly Gin Gin Pro Arg 
385 390 395 400 



Pro Cys Thr Gly Thr Ala Lys Glu Gin Gin Leu Leu Pro Gin Glu Ala 
405 410 415 



Thr Ala Gly Asp Lys Ala Ser Thr Leu Ser His Leu 
420 425 



<210> 17 
<211> 428 
<212> PRT 

<213> Rattus norvegicus 
<400> 17 

Met Ala Ala Val Thr Tyr Pro Ser Ser Val Pro Thr Thr Leu Asp Pro 
15 10 15 



Gly Asn Ala Ser Ser Ala Trp Pro Leu Asp Thr Ser Leu Gly Asn Ala 
20 25 30 



Ser Ala Gly Thr Ser Leu Ala Gly Leu Ala Val Ser Gly lie Leu lie 
35 40 45 



Ser Leu Val Tyr Leu Val Val Cys Val Val Gly Leu Leu Gly Asn Ser 
50 55 60 



Leu Val lie Tyr Val Val Leu Arg His Thr Ser Ser Pro Ser Val Thr 
65 70 75 80 



Ser Val Tyr lie Leu Asn Leu Ala Leu Ala Asp Glu Leu Phe Met Leu 
85 90 95 



Gly Leu Pro Phe Leu Ala Ala Gin Asn Ala Leu Ser Tyr Trp Pro Phe 
100 105 110 



Gly Ser Leu Met Cys Arg Leu Val Met Ala Val Asp Gly lie Asn Gin 
115 120 125 



Phe Thr Ser lie Phe Cys Leu Thr Val Met Ser Val Asp Arg Tyr Leu 
130 135 140 



Ala Val Val His Pro Thr Arg Ser Ala Arg Trp Arg Thr Ala Pro Val 
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145 



150 



155 



160 



Ala Arg Met Val Ser Ala Ala Val Trp Val Ala Ser Ala Val Val Val 
165 170 175 



Leu Pro Val Val Val Phe Ser Gly Val Pro Arg Gly Met Ser Thr Cys 
180 185 190 



His Met Gin Trp Pro Glu Pro Ala Ala Ala Trp Arg Thr Ala Phe lie 
195 200 205 



lie Tyr Thr Ala Ala Leu Gly Phe Phe Gly Pro Leu Leu Val lie Cys 
210 215 220 



Leu Cys Tyr Leu Leu lie Val Val Lys Val Arg Ser Thr Thr Arg Arg 
225 230 235 240 



Val Arg Ala Pro Ser Cys Gin Trp Val Gin Ala Pro Ala Cys Gin Arg 
245 250 255 



Arg Arg Arg Ser Glu Arg Arg Val Thr Arg Met Val Val Ala Val Val 
260 265 270 



Ala Leu Phe Val Leu Cys Trp Met Pro Phe Tyr Leu Leu Asn lie Val 
275 280 285 



Asn Val Val Cys Pro Leu Pro Glu Glu Pro Ala Phe Phe Gly Leu Tyr 
290 295 300 



Phe Leu Val Val Ala Leu Pro Tyr Ala Asn Ser Cys Ala Asn Pro lie 
305 310 315 320 



Leu Tyr Gly Phe Leu Ser Tyr Arg Phe Lys Gin Gly Phe Arg Arg lie 
325 330 335 



Leu Leu Arg Pro Ser Arg Arg Val Arg Ser Gin Glu Pro Gly Ser Gly 
340 345 350 



Pro Pro Glu Lys Thr Glu Glu Glu Glu Asp Glu Glu Glu Glu Glu Arg 
355 360 365 



Arg Glu Glu Glu Glu Arg Arg Met Gin Arg Gly Gin Glu Met Asn Gly 
370 375 380 
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Arg Leu Ser Gin He Ala Gin Pro Gly Pro Ser Gly Gin Gin Gin Arg 
385 390 395 400 



Pro Cys Thr Gly Thr Ala Lys Glu Gin Gin Leu Leu Pro Gin Glu Ala 
405 410 415 



Thr Ala Gly Asp Lys Ala Ser Thr Leu Ser His Leu 
420 425 



<210> 18 

<211> 418 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Asp Met Leu His Pro Ser Ser Val Ser Thr Thr Ser Glu Pro Glu 
15 10 15 



Asn Ala Ser Ser Ala Trp Pro Pro Asp Ala Thr Leu Gly Asn Val Ser 
20 25 30 



Ala Gly Pro Ser Pro Ala Gly Leu Ala Val Ser Gly Val Leu He Pro 
35 40 45 



Leu Val Tyr Leu Val Val Cys Val Val Gly Leu Leu Gly Asn Ser Leu 
50 55 60 



Val He Tyr Val Val Leu Arg His Thr Ala Ser Pro Ser Val Thr Asn 
65 70 75 80 



Val Tyr He Leu Asn Leu Ala Leu Ala Asp Glu Leu Phe Met Leu Gly 
85 90 95 



Leu Pro Phe Leu Ala Ala Gin Asn Ala Leu Ser Tyr Trp Pro Phe Gly 
100 105 110 



Ser Leu Met Cys Arg Leu Val Met Ala Val Asp Gly He Asn Gin Phe 
115 120 125 



Thr Ser He Phe Cys Leu Thr Val Met Ser Val Asp Arg Tyr Leu Ala 
130 135 140 



25 



Val Val His Pro Thr Arg Ser Ala Arg Trp Arg Thr Ala Pro Val Ala 
145 150 155 160 



Arg Thr Val Ser Ala Ala Val Trp Val Ala Ser Ala Val Val Val Leu 
165 170 175 



Pro Val Val Val Phe Ser Gly Val Pro Arg Gly Met Ser Thr Cys His 
180 185 190 



Met Gin Trp Pro Glu Pro Ala Ala Ala Trp Arg Ala Gly Phe lie lie 
195 200 205 



Tyr Thr Ala Ala Leu Gly Phe Phe Gly Pro Leu Leu Val lie Cys Leu 
210 215 220 



Cys Tyr Leu Leu lie Val Val Lys Val Arg Ser Ala Gly Arg Arg Val 
225 230 235 240 



Trp Ala Pro Ser Cys Gin Arg Arg Arg Arg Ser Glu Arg Arg Val Thr 
245 250 255 



Arg Met Val Val Ala Val Val Ala Leu Phe Val Leu Cys Trp Met Pro 
260 265 270 



Phe Tyr Val Leu Asn lie Val Asn Val Val Cys Pro Leu Pro Glu Glu 
275 280 285 



Pro Ala Phe Phe Gly Leu Tyr Phe Leu Val Val Ala Leu Pro Tyr Ala 
290 295 300 



Asn Ser Cys Ala Asn Pro lie Leu Tyr Gly Phe Leu Ser Tyr Arg Phe 
305 310 315 320 



Lys Gin Gly Phe Arg Arg Val Leu Leu Arg Pro Ser Arg Arg Val Arg 
325 330 335 



Ser Gin Glu Pro Thr Val Gly Pro Pro Glu Lys Thr Glu Glu Glu Asp 
340 345 350 



Glu Glu Glu Glu Asp Gly Glu Glu Ser Arg Glu Gly Gly Lys Gly Lys 
355 360 365 



Glu Met Asn Gly Arg Val Ser Gin lie Thr Gin Pro Gly Thr Ser Gly 
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370 375 380 



Gin Glu Arg Pro Pro Ser Arg Val Ala Ser Lys Glu Gin Gin Leu Leu 
385 390 395 400 



Pro Gin Glu Ala Ser Thr Gly Glu Lys Ser Ser Thr Met Arg lie Ser 
405 410 415 



Tyr Leu 



<210> 19 

<211> 369 

<212> PRT 

<213> Mus musculus 

<400> 19 

Met Glu Met Ser Ser Glu Gin Leu Asn Gly Ser Gin Val Trp Val Ser 
15 10 15 



Ser Pro Phe Asp Leu Asn Gly Ser Leu Gly Pro Ser Asn Gly Ser Asn 
20 25 30 



Gin Thr Glu Pro Tyr Tyr Asp Met Thr Ser Asn Ala Val Leu Thr Phe 
35 40 45 



He Tyr Phe Val Val Cys Val Val Gly Leu Cys Gly Asn Thr Leu Val 
50 55 60 



He Tyr Val He Leu Arg Tyr Ala Lys Met Lys Thr He Thr Asn lie 
65 70 75 80 



Tyr He Leu Asn Leu Ala He Ala Asp Glu Leu Phe Met Leu Gly Leu 
85 90 95 



Pro Phe Leu Ala Met Gin Val Ala Leu Val His Trp Pro Phe Gly Lys 
100 105 110 



Ala He Cys Arg Val Val Met Thr Val Asp Gly He Asn Gin Phe Thr 
115 120 125 



Ser He Phe Cys Leu Thr Val Met Ser He Asp Arg Tyr Leu Ala Val 
130 135 140 
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Val His Pro lie Lys Ser Ala Lys Trp Arg Arg Pro Arg Thr Ala Lys 
145 150 155 160 



Met lie Asn Val Ala Val Trp Cys Val Ser Leu Leu Val lie Leu Pro 
165 170 175 



lie Met lie Tyr Ala Gly Leu Arg Ser Asn Gin Trp Gly Arg Ser Ser 
180 185 190 



Cys Thr lie Asn Trp Pro Gly Glu Ser Gly Ala Trp Tyr Thr Gly Phe 
195 200 205 



lie lie Tyr Ala Phe lie Leu Gly Phe Leu Val Pro Leu Thr lie lie 
210 215 220 



Cys Leu Cys Tyr Leu Phe lie lie lie Lys Val Lys Ser Ser Gly lie 
225 230 235 240 



Arg Val Gly Ser Ser Lys Arg Lys Lys Ser Glu Lys Lys Val Thr Arg 
245 250 255 



Met Val Ser lie Val Val Ala Val Phe lie Phe Cys Trp Leu Pro Phe 
260 265 270 



Tyr lie Phe Asn Val Ser Ser Val Ser Val Ala lie Ser Pro Thr Pro 
275 280 285 



Ala Leu Lys Gly Met Phe Asp Phe Val Val lie Leu Thr Tyr Ala Asn 
290 295 300 



Ser Cys Ala Asn Pro lie Leu Tyr Ala Phe Leu Ser Asp Asn Phe Lys 
305 310 315 320 



Lys Ser Phe Gin Asn Val Leu Cys Leu Val Lys Val Ser Gly Thr Glu 
325 330 335 



Asp Gly Glu Arg Ser Asp Ser Lys Gin Asp Lys Ser Arg Leu Asn Glu 
340 345 350 



Thr Thr Glu Thr Gin Arg Thr Leu Leu Asn Gly Asp Leu Gin Thr Ser 
355 360 365 
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He 



<210> 20 

<211> 369 

<212> PRT 

<213> Rattus norvegicus 

<400> 20 

Met Glu Leu Thr Ser Glu Gin Phe Asn Gly Ser Gin Val Trp He Pro 
1 5 10 15 



Ser Pro Phe Asp Leu Asn Gly Ser Leu Gly Pro Ser Asn Gly Ser Asn 
20 25 30 



Gin Thr Glu Pro Tyr Tyr Asp Met Thr Ser Asn Ala Val Leu Thr Phe 
35 40 45 



He Tyr Phe Val Val Cys Val Val Gly Leu Cys Gly Asn Thr Leu Val 
50 55 60 



He Tyr Val He Leu Arg Tyr Ala Lys Met Lys Thr He Thr Asn He 
65 70 75 80 



Tyr He Leu Asn Leu Ala He Ala Asp Glu Leu Phe Met Leu Gly Leu 
85 90 95 



Pro Phe Leu Ala Met Gin Val Ala Leu Val His Trp Pro Phe Gly Lys 
100 105 110 



Ala He Cys Arg Val Val Met Thr Val Asp Gly He Asn Gin Phe Thr 
115 120 125 



Ser He Phe Cys Leu Thr Val Met Ser He Asp Arg Tyr Leu Ala Val 
130 135 140 



Val His Pro He Lys Ser Ala Lys Trp Arg Arg Pro Arg Thr Ala Lys 
145 150 155 160 



Met He Asn Val Ala Val Trp Gly Val Ser Leu Leu Val He Leu Pro 
165 170 175 



He Met He Tyr Ala Gly Leu Arg Ser Asn Gin Trp Gly Arg Ser Ser 
180 185 190 
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Cys Thr lie Asn Trp Pro Gly Glu Ser Gly Ala Trp Tyr Thr Gly Phe 
195 200 205 



lie lie Tyr Ala Phe lie Leu Gly Phe Leu Val Pro Leu Thr lie lie 
210 215 220 



Cys Leu Cys Tyr Leu Phe lie lie lie Lys Val Lys Ser Ser Gly lie 
225 230 235 240 



Arg Val Gly Ser Ser Lys Arg Lys Lys Ser Glu Lys Lys Val Thr Arg 
245 250 255 



Met Val Ser lie Val Val Ala Val Phe lie Phe Cys Trp Leu Pro Phe 
260 265 270 



Tyr lie Phe Asn Val Ser Ser Val Ser Val Ala lie Ser Pro Thr Pro 
275 280 285 



Ala Leu Lys Gly Met Phe Asp Phe Val Val lie Leu Thr Tyr Ala Asn 
290 295 300 



Ser Cys Ala Asn Pro lie Leu Tyr Ala Phe Leu Ser Asp Asn Phe Lys 
305 310 315 320 



Lys Ser Phe Gin Asn Val Leu Cys Leu Val Lys Val Ser Gly Ala Glu 
325 330 335 



Asp Gly Glu Arg Ser Asp Ser Lys Gin Asp Lys Ser Arg Leu Asn Glu 
340 345 350 



Thr Thr Glu Thr Gin Arg Thr Leu Leu Asn Gly Asp Leu Gin Thr Ser 
355 360 365 



lie 



<210> 21 

<211> 368 

<212> PRT 

<213> BOVINE 

<400> 21 
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Met Asp Leu Val Ser Glu Leu Asn Glu Thr Gin Pro Trp Leu Thr Thr 
15 10 15 



Pro Phe Asp Leu Asn Gly Ser Val Gly Ala Ala Asn lie Ser Asn Gin 
20 25 30 



Thr Glu Pro Tyr Tyr Asp Leu Ala Ser Asn Val Val Leu Thr Phe lie 
35 40 45 



Tyr Phe Val Val Cys lie lie Gly Leu Cys Gly Asn Thr Leu Val lie 
50 55 60 



Tyr Val lie Leu Arg Tyr Ala Lys Met Lys Thr lie Thr Asn lie Tyr 
65 70 75 80 



lie Leu Asn Leu Ala lie Ala Asp Glu Leu Phe Met Leu Gly Leu Pro 
85 90 95 



Phe Leu Ala Met Gin Val Ala Leu Val His Trp Pro Phe Gly Lys Ala 
100 105 110 



lie Cys Arg Val Val Met Thr Val Asp Gly lie Asn Gin Phe Thr Ser 
115 120 125 



lie Phe Cys Leu Thr Val Met Ser lie Asp Arg Tyr Leu Ala Val Val 
130 135 140 



His Pro lie Lys Ser Ala Lys Trp Arg Arg Pro Arg Thr Ala Lys Met 
145 150 155 160 



lie Asn Val Ala Val Trp Gly Val Ser Leu Leu Val lie Leu Pro lie 
165 170 175 



Met lie Tyr Ala Gly Leu Arg Ser Asn Gin Trp Gly Arg Ser Ser Cys 
180 185 190 



Thr lie Asn Trp Pro Gly Glu Ser Gly Ala Trp Tyr Thr Gly Phe lie 
195 200 205 



lie Tyr Ala Phe lie Leu Gly Phe Leu Val Pro Leu Thr lie lie Cys 
210 215 220 



Leu Cys Tyr Leu Phe lie lie lie Lys Val Lys Ser Ser Gly lie Arg 
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225 



230 



235 



240 



Val Gly Ser Ser Lys Arg Lys Lys Ser Glu Lys Lys Val Thr Arg Met 
245 250 255 



Val Ser lie Val Val Ala Val Phe lie Phe Cys Trp Leu Pro Phe Tyr 
260 265 270 



lie Phe Asn Val Ser Ser Val Ser Val Ala lie Ser Pro Thr Pro Ala 
275 280 285 



Leu Lys Gly Met Phe Asp Phe Val Val Val Leu Thr Tyr Ala Asn Ser 
290 295 300 



Cys Ala Asn Pro lie Leu Tyr Ala Phe Leu Ser Asp Asn Phe Lys Lys 
305 310 315 320 



Ser Phe Gin Asn Val Leu Cys Leu Val Lys Val Ser Gly Thr Asp Asp 
325 330 335 



Gly Glu Arg Ser Asp Ser Lys Gin Asp Lys Ser Arg Leu Asn Glu Thr 
340 345 350 



Thr Glu Thr Gin Arg Thr Leu Leu Asn Gly Asp Leu Gin Thr Ser lie 
355 360 365 



<210> 


22 


<211> 


369 


<212> 


PRT 


<213> 


PIG 


<400> 


22 



Met Asp Met Ala Tyr Glu Leu Leu Asn Gly Ser Gin Pro Trp Leu Ser 
15 10 15 



Ser Pro Phe Asp Leu Asn Gly Ser Val Ala Thr Ala Asn Ser Ser Asn 
20 25 30 



Gin Thr Glu Pro Tyr Tyr Asp Leu Thr Ser Asn Ala Val Leu Thr Phe 
35 40 45 



lie Tyr Phe Val Val Cys lie lie Gly Leu Cys Gly Asn Thr Leu Val 
50 55 60 
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lie Tyr Val lie Leu Arg Tyr Ala Lys Met Lys Thr lie Thr Asn lie 
65 70 75 80 



Tyr lie Leu Asn Leu Ala lie Ala Asp Glu Leu Phe Met Leu Gly Leu 
85 90 95 



Pro Phe Leu Ala Met Gin Val Ala Leu Val His Trp Pro Phe Gly Lys 
100 105 110 



Ala lie Cys Arg Val Val Met Thr Val Asp Gly lie Asn Gin Phe Thr 
115 120 125 



Ser lie Phe Cys Leu Thr Val Met Ser lie Asp Arg Tyr Leu Ala Val 
130 135 140 



Val His Pro lie Lys Ser Ala Lys Trp Arg Arg Pro Arg Thr Ala Lys 
145 150 155 160 



Met lie Asn Val Ala Val Trp Gly Val Ser Leu Leu Val lie Leu Pro 
165 170 175 



lie Met lie Tyr Ala Gly Leu Arg Ser Asn Gin Trp Gly Arg Ser Ser 
180 185 190 



Cys Thr lie Asn Trp Pro Gly Glu Ser Gly Ala Trp Tyr Thr Gly Phe 
195 200 205 



lie lie Tyr Ala Phe lie Leu Gly Phe Leu Val Pro Leu Thr lie lie 
210 215 220 



Cys Leu Cys Tyr Leu Phe lie lie lie Lys Val Lys Ser Ser Gly lie 
225 230 235 240 



Arg Val Gly Ser Ser Lys Arg Lys Lys Ser Glu Lys Lys Val Thr Arg 
245 250 255 



Met Val Ser lie Val Val Ala Val Phe lie Phe Cys Trp Leu Pro Phe 
260 265 270 



Tyr lie Phe Asn Val Ser Ser Val Ser Val Ala lie Ser Pro Thr Pro 
275 280 285 
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Ala Leu Lys Gly Met Phe Asp Phe Val Val Val Leu Thr Tyr Ala Asn 
290 295 300 



Ser Cys Ala Asn Pro lie Leu Tyr Ala Phe Leu Ser Asp Asn Phe Lys 
305 310 315 320 



Lys Ser Phe Gin Asn Val Leu Cys Leu Val Lys Val Ser Gly Thr Asp 
325 330 335 



Asp Gly Glu Arg Ser Asp Ser Lys Gin Asp Lys Ser Arg Leu Asn Glu 
340 345 350 



Thr Thr Glu Thr Gin Arg Thr Leu Leu Asn Gly Asp Leu Gin Thr Ser 
355 360 365 



He 



<210> 23 

<211> 369 

<212> PRT 

<213> Homo sapiens 

<400> 23 

Met Asp Met Ala Asp Glu Pro Leu Asn Gly Ser His Thr Trp Leu Ser 
1 5 10 15 



He Pro Phe Asp Leu Asn Gly Ser Val Val Ser Thr Asn Thr Ser Asn 
20 25 30 



Gin Thr Glu Pro Tyr Tyr Asp Leu Thr Ser Asn Ala Val Leu Thr Phe 
35 40 45 



He Tyr Phe Val Val Cys He He Gly Leu Cys Gly Asn Thr Leu Val 
50 55 60 



He Tyr Val He Leu Arg Tyr Ala Lys Met Lys Thr He Thr Asn He 
65 70 75 80 



Tyr He Leu Asn Leu Ala He Ala Asp Glu Leu Phe Met Leu Gly Leu 
85 90 95 



Pro Phe Leu Ala Met Gin Val Ala Leu Val His Trp Pro Phe Gly Lys 
100 105 110 
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Ala lie Cys Arg Val Val Met Thr Val Asp Gly lie Asn Gin Phe Thr 
115 120 125 



Ser lie Phe Cys Leu Thr Val Met Ser He Asp Arg Tyr Leu Ala Val 
130 135 140 



Val His Pro He Lys Ser Ala Lys Trp Arg Arg Pro Arg Thr Ala Lys 
145 150 155 160 



Met He Thr Met Ala Val Trp Gly Val Ser Leu Leu Val He Leu Pro 
165 170 175 



He Met He Tyr Ala Gly Leu Arg Ser Asn Gin Trp Gly Arg Ser Ser 
180 185 190 



Cys Thr He Asn Trp Pro Gly Glu Ser Gly Ala Trp Tyr Thr Gly Phe 
195 200 ~ 205 



He He Tyr Thr Phe He Leu Gly Phe Leu Val Pro Leu Thr He He 
210 215 220 



Cys Leu Cys Tyr Leu Phe He He He Lys Val Lys Ser Ser Gly He 
225 230 235 240 



Arg Val Gly Ser Ser Lys Arg Lys Lys Ser Glu Lys Lys Val Thr Arg 
245 250 255 



Met Val Ser He Val Val Ala Val Phe He Phe Cys Trp Leu Pro Phe 
260 265 270 



Tyr He Phe Asn Val Ser Ser Val Ser Met Ala He Ser Pro Thr Pro 
275 280 285 



Ala Leu Lys Gly Met Phe Asp Phe Val Val Val Leu Thr Tyr Ala Asn 
290 295 300 



Ser Cys Ala Asn Pro He Leu Tyr Ala Phe Leu Ser Asp Asn Phe Lys 
305 310 315 320 



Lys Ser Phe Gin Asn Val Leu Cys Leu Val Lys Val Ser Gly Thr Asp 
325 330 335 
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Asp Gly Glu Arg Ser Asp Ser Lys Gin Asp Lys Ser Arg Leu Asn Glu 
340 345 350 



Thr Thr Glu Thr Gin Arg Thr Leu Leu Asn Gly Asp Leu Gin Thr Ser 
355 360 365 



He 



<210> 24 

<211> 362 

<212> PRT 

<213 > Mus musculus 

<400> 24 

Met Glu Pro Leu Ser Leu Ala Ser Thr Pro Ser Trp Asn Ala Ser Ala 
15 10 15 



Ala Ser Ser Gly Ser His Asn Trp Ser Leu Val Asp Pro Val Ser Pro 
20 25 30 



Met Gly Ala Arg Ala Val Leu Val Pro Val Leu Tyr Leu Leu Val Cys 
35 40 45 



Thr Val Gly Leu Gly Gly Asn Thr Leu Val He Tyr Val Val Leu Arg 
50 55 60 



Tyr Ala Lys Met Lys Thr Val Thr Asn Val Tyr He Leu Asn Leu Ala 
65 70 75 80 



Val Ala Asp Val Leu Phe Met Leu Gly Leu Pro Phe Leu Ala Thr Gin 
85 90 95 



Asn Ala Val Ser Tyr Trp Pro Phe Gly Ser Phe Leu Cys Arg Leu Val 
100 105 110 



Met Thr Leu Asp Gly He Asn Gin Phe Thr Ser He Phe Cys Leu Met 
115 120 125 



Val Met Ser Val Asp Arg Tyr Leu Ala Val Val His Pro Leu Arg Ser 
130 135 140 



Ala Arg Trp Arg Arg Pro Arg Val Ala Lys Leu Ala Ser Ala Ala Val 



36 



145 



150 



155 



160 



Trp Val Phe Ser Leu Leu Met Ser Leu Pro Leu Leu Val Phe Ala Asp 
165 170 175 



Val Gin Glu Gly Trp Gly Thr Cys Asn Leu Ser Trp Pro Glu Pro Val 
180 185 190 



Gly Leu Trp Gly Ala Ala Phe lie Thr Tyr Thr Ser Val Leu Gly Phe 
195 200 205 



Phe Gly Pro Leu Leu Val lie Cys Leu Cys Tyr Leu Leu lie Val Val 
210 215 220 



Lys Val Lys Ala Ala Gly Met Arg Val Gly Ser Ser Arg Arg Arg Arg 
225 230 235 240 



Ser Glu Arg Lys Val Thr Arg Met Val Val Val Val Val Leu Val Phe 
245 250 255 



Val Gly Cys Trp Leu Pro Phe Phe lie Val Asn lie Val Asn Leu Ala 
260 265 270 



Phe Thr Leu Pro Glu Glu Pro Thr Ser Ala Gly Leu Tyr Phe Phe Val 
275 280 ' 285 



Val Val Leu Ser Tyr Ala Asn Ser Cys Ala Asn Pro Leu Leu Tyr Gly 
290 295 300 



Phe Leu Ser Asp Asn Phe Arg Gin Ser Phe Arg Lys Ala Leu Cys Leu 
305 310 315 320 



Arg Arg Gly Tyr Gly Val Glu Asp Ala Asp Ala lie Glu Pro Arg Pro 
325 330 335 



Asp Lys Ser Gly Arg Pro Gin Thr Thr Leu Pro Thr Arg Ser Cys Glu 
340 345 350 



Ala Asn Gly Leu Met Gin Thr Ser Arg Leu 
355 360 



<210> 25 
<211> 363 



37 



<212> PRT 

<213> Rattus norvegicus 



<400> 25 

Met Glu Pro Leu Ser Leu Ala Ser Thr Pro Ser Trp Asn Ala Ser Ala 
15 10 15 



Ala Ser Ser Gly Asn His Asn Trp Ser Leu Val Gly Ser Ala Ser Pro 
20 25 30 



Met Gly Ala Arg Ala Val Leu Val Pro Val Leu Tyr Leu Leu Val Cys 
35 40 45 



Thr Val Gly Leu Ser Gly Asn Thr Leu Val lie Tyr Val Val Leu Arg 
50 55 60 



His Ala Lys Met Lys Thr Val Thr Asn Val Tyr lie Leu Asn Leu Ala 
65 70 75 80 



Val Ala Asp Val Leu Phe Met Leu Gly Leu Pro Phe Leu Ala Thr Gin 
85 90 95 



Asn Ala Val Val Ser Tyr Trp Pro Phe Gly Ser Phe Leu Cys Arg Leu 
100 105 110 



Val Met Thr Leu Asp Gly lie Asn Gin Phe Thr Ser lie Phe Cys Leu 
115 120 125 



Met Val Met Ser Val Asp Arg Tyr Leu Ala Val Val His Pro Leu Arg 
130 135 140 



Ser Ala Arg Trp Arg Arg Pro Arg Val Ala Lys Met Ala Ser Ala Ala 
145 150 155 160 



Val Trp Val Phe Ser Leu Leu Met Ser Leu Pro Leu Leu Val Phe Ala 
165 170 175 



Asp Val Gin Glu Gly Trp Gly Thr Cys Asn Leu Ser Trp Pro Glu Pro 
180 185 190 



Val Gly Leu Trp Gly Ala Ala Phe lie Thr Tyr Thr Ser Val Leu Gly 
195 200 205 



38 



Phe Phe Gly Pro Leu Leu Val lie Cys Leu Cys Tyr Leu Leu lie Val 
210 215 220 



Val Lys Val Lys Ala Ala Gly Met Arg Val Gly Ser Ser Arg Arg Arg 
225 230 235 240 



Arg Ser Glu Pro Lys Val Thr Arg Met Val Val Val Val Val Leu Val 
245 250 255 



Phe Val Gly Cys Trp Leu Pro Phe Phe lie Val Asn lie Val Asn Leu 
260 265 270 



Ala Phe Thr Leu Pro Glu Glu Pro Thr Ser Ala Gly Leu Tyr Phe Phe 
275 280 285 



Val Val Val Leu Ser Tyr Ala Asn Ser Cys Ala Asn Pro Leu Leu Tyr 
290 295 300 



Gly Phe Leu Ser Asp Asn Phe Arg Gin Ser Phe Arg Lys Val Leu Cys 
305 310 315 320 



Leu Arg Arg Gly Tyr Gly Met Glu Asp Ala Asp Ala lie Glu Pro Arg 
325 330 335 



Pro Asp Lys Ser Gly Arg Pro Gin Ala Thr Leu Pro Thr Arg Ser Cys 
340 345 350 



Glu Ala Asn Gly Leu Met Gin Thr Ser Arg lie 
355 360 



<210> 26 

<211> 363 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Glu Pro Leu Phe Pro Ala Ser Thr Pro Ser Trp Asn Ala Ser Ser 
15 10 15 



Pro Gly Ala Ala Ser Gly Gly Gly Asp Asn Arg Thr Leu Val Gly Pro 
20 25 30 



Ala Pro Ser Ala Gly Ala Arg Ala Val Leu Val Pro Val Leu Tyr Leu 
35 40 45 



39 



Leu Val Cys Ala Ala Gly Leu Gly Gly Asn Thr Leu Val lie Tyr Val 
50 55 60 



Val Leu Arg Phe Ala Lys Met Lys Thr Val Thr Asn lie Tyr lie Leu 
65 70 75 80 



Asn Leu Ala Val Ala Asp Val Leu Tyr Met Leu Gly Leu Pro Phe Leu 
85 90 95 



Ala Thr Gin Asn Ala Ala Ser Phe Trp Pro Phe Gly Pro Val Leu Cys 
100 105 110 



Arg Leu Val Met Thr Leu Asp Gly Val Asn Gin Phe Thr Ser Val Phe 
115 120 125 



Cys Leu Thr Val Met Ser Val Asp Arg Tyr Leu Ala Val Val His Pro 
130 135 140 



Leu Ser Ser Ala Arg Trp Arg Arg Pro Arg Val Ala Lys Leu Ala Ser 
145 150 155 160 



Ala Ala Ala Trp Val Leu Ser Leu Cys Met Ser Leu Pro Leu Leu Val 
165 170 175 



Phe Ala Asp Val Gin Glu Gly Gly Thr Cys Asn Ala Ser Trp Pro Glu 
180 185 190 



Pro Val Gly Leu Trp Gly Ala Val Phe lie lie Tyr Thr Ala Val Leu 
195 200 205 



Gly Phe Phe Ala Pro Leu Leu Val lie Cys Leu Cys Tyr Leu Leu lie 
210 215 220 



Val Val Lys Val Arg Ala Ala Gly Val Arg Val Gly Cys Val Arg Arg 
225 230 235 240 



Arg Ser Glu Arg Lys Val Thr Arg Met Val Leu Val Val Val Leu Val 
245 250 255 



Phe Ala Gly Cys Trp Leu Pro Phe Phe Thr Val Asn He Val Asn Leu 
260 265 270 



40 



Ala Val Ala Leu Pro Gin Glu Pro Ala Ser Ala Gly Leu Tyr Phe Phe 
275 280 285 



Val Val lie Leu Ser Tyr Ala Asn Ser Cys Ala Asn Pro Val Leu Tyr 
290 295 300 



Gly Phe Leu Ser Asp Asn Phe Arg Gin Ser Phe Gin Lys Val Leu Cys 
305 310 315 320 



Leu Arg Lys Gly Ser Gly Ala Lys Asp Ala Asp Ala Thr Glu Pro Arg 
325 330 335 



Pro Asp Arg lie Arg Gin Gin Gin Glu Ala Thr Arg Pro Arg Thr Ala 
340 345 350 



Ala Ala Asn Gly Leu Met Gin Thr Ser Lys Leu 

360 





355 


<210> 


27 


<211> 


39 


<212> 


PRT 


<213> 


Homo 


<400> 


27 



Met Asn Pro Phe His Ala Ser Cys Trp Asn Thr Ser Ala Glu Leu Leu 
15 10 15 



Asn Lys Ser Trp Asn Lys Glu Phe Ala Tyr Gin Thr Ala Ser Val Val 
20 25 30 



Asp Thr Val lie Leu Pro Ser 
35 



<210> 28 

<211> 9 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Arg Ser Arg Lys Lys Thr Val Pro Asp 
1 5 



<210> 29 
<211> 14 



41 



<212> PRT 

<213> Homo sapiens 



<400> 29 

His Gin Trp Ala Arg Gly Gly Glu Trp Val Phe Gly Gly Pro 
15 10 



<210> 


30 


<211> 


20 


<212> 


PRT 


<213> 


Homo 


<400> 


30 



Asp Arg Tyr Phe Ala Leu Val Gin Pro Phe Arg Leu Thr Arg Trp Arg 
1 5 10 15 



Thr Arg Tyr Lys 
20 



<210> 31 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Ser Lys Val lie Lys Phe Lys Asp Gly Val Glu Ser Cys Ala Phe Asp 
15 10 15 



Leu Thr Ser Pro Asp Asp Val Leu Trp Tyr Thr 
20 25 



<210> 32 

<211> 31 

<212> PRT 

<213> Homo sapiens 

<400> 32 

Leu Cys Tyr Thr Trp Glu Met Tyr Gin Gin Asn Lys Asp Ala Arg Cys 
1 5 10 15 



Cys Asn Pro Ser Val Pro Lys Gin Arg Val Met Lys Leu Thr Lys 
20 25 30 



<210> 33 
<211> 11 
<212> PRT 



42 



<213> Homo sapiens 



<400> 33 

Gin Leu Val Asn Leu Gin Met Glu Gin Pro Thr 
15 10 



<210> 34 

<211> 31 

<212> PRT 

<213> Homo sapiens 

<400> 34 

Ser Gly Asn Phe Gin Lys Arg Leu Pro Gin lie Gin Arg Arg Ala Thr 
1 5 10 15 

Glu Lys Glu lie Asn Asn Met Gly Asn Thr Leu Lys Ser His Phe 
20 25 30 

<210> 35 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 35 

ttgatccgga tggtcttgta 20 

<210> 36 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 36 

cctctctgca ccatcatcac 20 

<210> 37 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 37 

agccgagcca catcgct 17 

<210> 38 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 38 

gtgaccaggc gcccaatac 19 



43 



<210> 39 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 39 

caaatccgtt gactccgacc ttcacctt 



<210> 40 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 40 



Phe Thr lie lie Arg Ser Arg Lys Lys Thr Val Pro Asp 
1 5 10 



<210> 41 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 41 

Arg Thr Arg Tyr Lys Thr lie Arg lie Asn Leu Gly Leu 
15 10 

<210> 42 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<400> 42 

lie Gin Arg Arg Ala Thr Glu Lys Glu lie Asn Asn Met 
15 10 

<210> 43 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 43 

Asn Asn Met Gly Asn Thr Leu Lys Ser His Phe 
15 10 



<210> 44 
<211> 14 



44 



<212> PRT 

<213> Homo sapiens 

<400> 44 

Ala Ser Cys Trp Asn Thr Ser Ala Glu Leu Leu Asn Lys Ser 
15 10 



<210> 


45 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


45 



sapiens 



Ala Tyr Gin Thr Ala Ser Val Val Asp Thr Val lie Leu Pro 
15 10 



<210> 


46 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


46 



sapiens 



Arg Ser Arg Lys Lys Thr Val Pro Asp lie Tyr lie Cys Asn 
15 10 



<210> 


47 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


47 



sapiens 



Leu Cys Thr lie lie Thr Ser Leu Asp Thr Cys Asn Gin Phe 
15 10 



<210> 


48 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


48 



sapiens 



Cys Ala Phe Asp Leu Thr Ser Pro Asp Asp Val Leu Trp Tyr 
15 10 



<210> 49 

<211> 14 

<212> PRT 

<213> Homo sapiens 



45 



<400> 49 

Ala Phe Asp Leu Thr Ser Pro Asp Asp Val Leu Trp Tyr Thr 
1 5 10 



<210> 


50 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


50 



sapiens 



lie Gin Arg Arg Ala Thr Glu Lys Glu lie Asn Asn Met Gly 
15 10 



<210> 


51 


<211> 


14 


<212> 


PRT 


<213> 


Homo 


<400> 


51 



sapiens 



Thr lie lie Arg Ser Arg Lys Lys Thr Val Pro Asp lie Tyr 
1 5 10 



<210> 52 

<211> 14 

<212> PRT 

<2 13 > Homo sapiens 

<400> 52 

Leu Pro Gin lie Gin Arg Arg Ala Thr Glu Lys Glu lie Asn 
1 5 10 



<210> 53 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 53 

His Ala Ser Cys Trp Asn Thr Ser Ala Glu Leu Leu Asn Lys 
15 10 



<210> 54 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<400> 54 



46 



Ser Ala 
1 



Glu Leu Leu Asn Lys Ser Trp Asn Lys Glu Phe Ala 
5 10 



<210> 


55 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


55 



sapiens 



Leu Pro Ser Met lie Gly lie lie Cys Ser Thr Gly Leu Val Gly Asn 
15 10 15 



<210> 56 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 56 

lie lie Cys Ser Thr Gly Leu Val Gly Asn lie Leu lie Val Phe Thr 
15 10 15 



<210> 57 

<211> 16 

<212> PRT 

<213> Homo sapiens 

<400> 57 

Gly Glu Trp Val Phe Gly Gly Pro Leu Cys Thr lie lie Thr Ser Leu 
15 10 15 



<210> 


58 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


58 



sapiens 



lie Arg lie Asn Leu Gly Leu Trp Ala Ala Ser Phe lie Leu Ala Leu 
15 10 15 



<210> 


59 


<211> 


16 


<212> 


PRT 


<213> 


Homo 


<400> 


59 



sapiens 



lie Lys Phe Lys Asp Gly Val Glu Ser Cys Ala Phe Asp Leu Thr Ser 



47 



1 



5 



10 



15 



<210> 60 

<211> 27 

<212> PRT 

<213> Homo sapiens 

<400> 60 

Thr Cys Asn Gin Phe Ala Cys Ser Ala lie Met Thr Val Met Ser Val 
15 10 15 



Asp Arg Tyr Phe Ala Leu Val Gin Pro Phe Arg 
20 25 



<210> 61 

<211> 44 

<212> DNA 

<213> Homo sapiens 

<400> 61 

cccaagcttg caccatgaat ccatttcatg catcttgttg gaac 44 

<210> 62 

<211> 60 

<212> DNA 

<213> Homo sapiens 

<400> 62 

cgggatccct acttgtcgtc gtcgtccttg tagtccataa agtgtgattt cagagtgttc 60 

<210> 63 

<211> 99 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Synthesized Random Primer. 
<220> 

<221> misc_feature 

<222> (25) . . (26) 

<223> n is a, c, g, or t 

<220> 

<221> misc_feature 

<222> (27) . . (84) 

<223> wherein "K" equals C, G, or T . 

<400> 63 

cgaagcgtaa gggcccagcc ggccnnknnk nnknnknnkn nknnknnknn knnknnknnk 6 0 



48 



nnknnknnkn nknnknnknn knnkccgggt ccgggcggc 



<210> 64 

<211> 95 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Random Primer. 



<220> 

<221> misc_f eature 

<222> (21) . . (78) 

<223> wherein "v" equals C, A, or G. 
<220> 

<2 21> misc_f eature 

<222> (79) . . (80) 

<223> n is a, c, g, or t 

<400> 64 

aaaaggaaaa aagcggccgc vnnvnnvnnv nnvnnvnnvn nvnnvnnvnn vnnvnnvnnv 
nnvnnvnnvn nvnnvnnvnn gccgcccgga cccgg 



<210> 65 

<211> 5 

<212> PRT 

<213> Homo sapiens 

<400> 65 

Pro Gly Pro Gly Gly 
1 5 



<210> 66 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 66 

gcagcagcgg ccgctccatg attgggatta tctgttc 



<210> 67 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 67 

gcagcagtcg acaaagtgtg atttcagagt gtttccc 



49 



<210> 68 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 68 

gcagcagcgg ccgcatgaat ccatttcatg catcttg 3 7 

<210> 69 

<211> 34 

<212> DNA 

<213> Homo sapiens 

<400> 69 

gcagcagtcg accagcagga tgtagagaaa aggg 3 4 

<210> 70 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 70 

gcctttgggc agcttcct 18 

<210> 71 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 71 

cgtctttaaa tttgatgacc ttcga 25 

<210> 72 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 72 

tcctggcatt gcctgtctgg gtct 24 

<210> 73 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 73 

ttgatccgga tggtcttgta 20 

<210> 74 
<211> 20 



50 



<212> DNA 

<213> Homo sapiens 



<400> 


74 


cctctctgca ccatcatcac 


<210> 


75 


<211> 


16 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthesized Polypeptide 


<400> 


75 



20 



Thr lie lie Arg Ser Arg Lys Lys Thr Val Pro Asp lie Tyr lie Cys 

10 15 



1 


5 


<210> 


76 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthesized Oligonucleotide 


<400> 


76 


uucuuugccg agugugaaac cagcc 


<210> 


77 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthesized Oligonucleotide 


<400> 


77 


ccagcccugu ugaacagaua auccc 


<210> 


78 


<211> 


25 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Synthesized Oligonucleotide. 



25 



25 



<400> 78 

ccuuguucuc caacguguca gucga 25 



51 



<210> 79 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 79 

uaaagcuucg ccacuucagu ucagc 



<210> 80 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 80 

acagucauga uggcacuaca ggcaa 



<210> 81 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 81 

acacaggcuu cugaugcauc acaga 



<210> 82 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 82 

ggcuuuggug gagaauaucu ucugc 



<210> 83 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide. 
<400> 83 



52 



gucuccucuu gcaacugagc accag 



25 



<210> 84 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 84 

ucuuccauag gcucaccagc aguuc 2 5 

<210> 85 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 85 

uaagaccaug ucuggaucaa acucu 2 5 

<210> 86 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 86 

cagaactagc tagtcttcgg acaca 25 

<210> 87 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 87 

ttgcctctat aagaggtggt ttcgg 25 

<210> 88 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 



53 



<223> Synthesized Oligonucleotide. 



<400> 88 

gaccagcagt caacgttctc ctctg 



25 



<210> 89 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 89 

gcttagcacc actcggatac cttct 25 



<210> 90 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 



<210> 91 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 91 

uggaauugcc acaaacgcac uggug 2 5 

<210> 92 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 



<400> 90 

actctaacta ggtctgtacc agaat 



25 



<400> 



92 



acucuguauu cguccagcau gcuca 



25 



<210> 
<211> 
<212> 



93 
25 
DNA 



54 



<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 

<400> 93 

agcccaguuu cuugcagucg ugacc 

<210> 94 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 94 

uggugccaua caacagugag ugaug 

<210> 95 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 95 

ugagagucau caccuaggag uaucc 

<210> 96 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 96 

guggucagcc aaacaccguu aaggu 

<210> 97 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 97 

acugcuagca ccugcuuaug ucuca 



<210> 98 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 
<400> 98 

ccagugcuga cguucuuuga cccga 



<210> 99 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 99 

guagugagug acaacauacc guggu 



<210> 100 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 100 

ccuaugagga uccacuacug agagu 



<210> 101 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 101 

uguggauucu ucagcgugau ggcca 



<210> 102 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 102 



56 



acuuuggaag ccagcucgau gacac 



25 



<210> 103 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 103 

auauuguacc cuucuccaag gccug 2 5 

<210> 104 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 104 

ucaagguacu caacaucucc caugg 25 

<210> 105 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 105 

uccaugguga acauccagau cuaca 2 5 

<210> 106 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 106 

gccagcuucc aucugcaucg gaaag 2 5 

<210> 107 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 



57 



<223> Synthesized Oligonucleotide 



<400> 107 

gccaagaacc agcagucucc uacua 

<210> 108 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 108 

gccagcauac uucucaguga aacuc 

<210> 109 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 

<400> 109 

caguucccau agugccagaa ccaga 

<210> 110 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 110 

ucauucacag gcagacgguc aucga 

<210> 111 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 111 

gaaaggcuac gucuaccuuc gaccu 

<210> 112 

<211> 25 

<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 
<400> 112 

aucauccucu gacgaccaag aaccg 



<210> 113 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide. 
<400> 113 

cucaaaguga cucuucauac gaccg 



<210> 114 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide. 
<400> 114 

agaccaagac cgugauaccc uugac 



<210> 115 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide. 
<400> 115 

agcuacuggc agacggacac uuacu 



<210> 116 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 



<400> 116 

ccuugacagu cucccacacu gacag 



<210> 117 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide. 
<400> 117 

ugcagcuuga agacauacug auggc 



<210> 118 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 118 

caguuccugg aagcuuucaa ccuga 



<210> 119 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 119 

gugaaaccuu ugcaacauac aaguu 



<210> 120 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 120 

aguuagcucu uauugcgcuu aaagc 



<210> 121 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 



<400> 121 



caugacaggu cuuggauuca uucga 25 

<210> 122 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 122 

gcugaucuuc gagacugacg guggu 2 5 

<210> 123 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 123 

accacaguga uccaugcccu gcgca 2 5 

<210> 124 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 124 

guguucagua gcaucugcuc cagcu 2 5 

<210> 125 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 125 

aaguagauac agaugagccg cagcu 2 5 

<210> 126 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 



61 



<223> Synthesized Oligonucleotide. 



<400> 126 

uggcucccuc cuuccagaag acaca 



<210> 127 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 127 

uuauggcagc auacuccagc aaggc 



<210> 128 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 128 

augauaucuu ccuccaagcg uuggc 



<210> 129 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 

<400> 129 

gcucagucca cguagaguuu ccgcg 



<210> 130 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide, 

<400> 130 

uagcacuuua uagacaaccc aguag 



<210> 131 
<211> 25 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide 
<400> 131 

ggacuauaaa ugccagaacc uucca 



<210> 132 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 
<400> 132 

ucaagagccc ucccacgaua agagu 



<210> 133 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 
<400> 133 

agcccacuuu cucauuagga accug 



<210> 134 

<211> 25 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Synthesized Oligonucleotide 
<400> 134 

agacagagac ugcaguguau uccac 



<210> 135 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 



<400> 135 

caccagucca guccguccug cagga 



<210> 136 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthesized Oligonucleotide. 



<400> 136 

uccagaccag cacgugacgc cgaag 



